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SU'DUNG MA VACH DNA TRONG VIEC PINH LOAI CA BIEN TAl
BAO TANG THIEN NHIEN VIET NAM

TRAN THI VIET THANH, VU THI THU HIEN, TRAN THI LIEU, PHAN KE LONG
Bdo tang Thién nhién Viét Nam,
Vién Han lam Khoa hoc va Cong nghé Viét Nam

Nghién cttu dinh loai loai béng cac trinh tu DNA ngén, chuan duoc cac nha khoa hoc trén
thé gioi ap dung va thyuc hién trong nhitng nim gan day (Hebert, 2003, 2004 [7]). Phuong phap
nay duoc goi 1a ma vach DNA (DNA barcoding). Nguyén 1y cia phuong phap nay la dua trén
viéc so sanh cac trinh tr DNA ngan gilta mau chua biét v6i ngan hang trinh ty ADN ciia
Genbank, dé x4c dinh tén loai cho mau nghién ctru. Hién nay phuong phéap nay da dugc st dung
trong dinh loai nhidu d6i tugng khac nhau nhu dong vat thin mém, con tring, ludng cu, bo sat,
ca, chim thu (http://www.barcodeoflife.org) [11]. Voi ca bién, viéc nhan dang hinh thai dbi véi
con non va con truong thanh thuong phai can cac chuyén gia, d6i khi van c6 nham ln gilta cac
loai trong gidng. Str dung mad vach DNA bacording cho két qua chinh xac véi lugng miu st
dung rat nho.

Su khéc biét Ve trinh tw DNA barcode cua da s6 cac loai dong vat 1a rat rd rang, do do giai
trinh tw DNA ngin duogc sir dung 1am ma vach cho céc loai dong vat hira hen s& cung cp mot
cong cu giam dinh loai chinh xéc, hiéu qua va dinh loai dugc voi ca cac mau khong nguyén ven,
mAu con non kho dinh loai bang hinh thai (Avise, 1995 [1], Gill va Slikas., 1992 [5], Banks et
al., 2000; 2002; 2003 [2, 3, 4]). Hi¢n nay, vung gen CO1 duoc coi la vung gen chuén trong xdy
dung m3 vach DNA dé nhan dang loai va dugc cong nhan boi td chirc barcode quoc té
(http://www.barcodeoflife.org) [11]. Trong bai bao nay, chung t61 trinh bay két qua sir dung
trinh tw gen CO1 dé dinh loai 4 loai ca bién (01 miu c4 mit trang, 01 mAu ca map va 02 mau c4
dbi) dang luu gt tai BTTNVN.

I. PHUONG PHAP NGHIEN CUU

MAu co ciia 4 mau ca bién co ky hieu CMT_BTTNVN, CM_BTTNVN, 11.2 BTTNVN,
D57 BTTNVN (Bang 1); cic mau nghién ctru dugc bao quan trong ethanol (70%) & nhiét do
phong. Cap mdi ding trong ky thuat PCR gém: FishF1-Fish F2/Fish R1 (Ward va cs., 2005
[10]) nhan ban ving gen CO1 cé kich thudc khoang 627bp (bang 2). Cac hod chit sir dung
trong nghién ciru c6 xuét x{r tir hing Fermentas, tinh sach san phdm PCR bang Kit Extraction
Gel cua QIAGEN.

Bang 1
Danh siach miu nghién ciru
TT Mau nghién ctru Ky hiéu Pia diém thu miu
1 C4 mit trang CMT_BTTNVN Ngh¢ An
2 Ca map CM_BTTNVN Kién Giang
3 Cé doi co 11.2 BTTNVN Kién Giang
4 Ca doi vay trudc D57 BTTNVN Ngh¢é An

DNA tong sé dugc tach chiét theo quy trinh cua Hillis et al., 1996 [8] c6 cai tién tai Phong
PLHTN & BDNG. Tinh sach san pham PCR bang bd hoa chat Genomic DNA Purification kit
(#KO512, Fermentas).

855



HOI NGH| KHOA HOC TOAN QUOC VE SINH THAI VA TAI NGUYEN SINH VAT LAN THU 6

Bang 2
Trinh ty cAc cip moi va kich thuéc ving gen dich theo Iy thuyét
Vung Ki hki.ef:u Trinh tu nucleotide KICh Ngufin
gen moi : thudc (bp)| tailiéu
FishF1 TCAACCAACCACACCGACATTGGCAC Ward
Co1 FishF2 TCGACTAATCATAAAGATATCGGCAC 650 va cs.,
FishR1 TAGACTTCTGGGTGGCCAAAGAATCA 2005

Nhan ban trinh ty dich bang ky thuat PCR. Hon hop PCR c6 thé tich 25ul, v6i thanh phan:
Master mix 2X: 12,5 pl; MgCl, 25 mM: 1ul; Taq polymerase 5 u/ul: 0,5 pl; DNA tong sé: 2 pl;
Mai xudi 10 pM: 1,25 pl, Mdi nguge 10 pM: 1,25 pl. Chu trinh nhiét PCR: bién tinh ban dau &
94°C 2 phut, tiép theo 35 chu ky: 95°C 30 gidy; 52°C 1 phut; 72°C 1 phut, chu ky cudi giir ¢ 72°C
trong 10 phut va giit mau ¢ 4°C. San pham PCR dugc dién di kiém tra trén gel agarose 1,2%,
nhudém gel bang ethidium bromide va chup anh khi chiéu anh sang UV. San phim PCR dugc
giai trinh tu soi doi truc tiép tai cong ty Macrogen, Han Qudc.

Dt li¢u trinh tu dugc chinh stra bfmg phan mém Bioedit. Tim kiém va so sanh giira trinh ty
nghién ctru v6i céc trinh ty tuong dong trén ngan hang Genbank bing chwong trinh BLAST.
Sép xép cac trinh ty trong dong bang chuong trinh Clustal W. Xy dung c@y phat sinh ching
loai theo phuong phap Neighbor — Joined bang phin mém Mega 5.2.2 [9] véi gia tri boostrap
lap lai (replicate) 1000 lan.

Il. KET QUA VA THAO LUAN
Nhan bdn doan gen dich

DNA t6ng s6 dugc tach chiét cho chat lugng tot, dién di kiém tra trén gel 0,9%, hinh anh
dién di cho mot bz“lng dam rd nét, dadm. Tat ca cac mau thu dugc déu co6 do sach cao, khong bi
duat gay, chi s6 OD nam trong gidi han 1,8-2,0 DNA.

Két qua phan tich sian pham PCR trén gel agarose 1,2% cho thiy da nhan ban dugc doan
DNA déc hiéu véi kich thudc khoang 650 bp (hinh 1)

M 1 2 )

Hinh 1: Két qua dién di san phdm PCR cic miu nghién ciru trén gel agarose 1,2%
(Ky hiéu: giéng 1: mdu CMT_BTTNVN; giéng 2: mdu CM_BTTNVN, giéng 3: miu
11.2 BTTNVN, va giéng 4: mau D57_BTTNVN; M: marker phén tir 1kb)
(hinh: Tran Thi Viét Thanh, 2014)
Kich thuéc san pham PCR ctia 4 miu c4 nghién ciru phu hop véi kich thude 1y thuyét cua
doan gen CO1 dich.
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Xdc dinh trinh tw nucleotide cho cdac mau nghién ciru

Trinh tu nucleotide ving gen COI & san pham PCR tur 4 mau ca nghién ctru da duge xac
dinh trinh ty, chi€u dai trinh ty cila mau ca mdt trang, mau ¢4 map, mau ca doi 6 va mau ca doi
vay trudce lan lugt 1a 620, 654, 599 va 598 bp.

Ci mit triang (CMT_BTTNVN)
10

20 30 40 50
M. lanceolatus AGTGGGAACG GCCTTAAGCC TGCTCATTCG AGCGGAGCTA AGTCAACCTG
Mola mola = .t e A e e Al iiieieie
CMT_BTTNVN it ettt iieee taeteteee teeeeaeeee caneeenenn
60 70 80 90 100
M. lanceolatus GGGCTCTCCT TGGAGACGAC CAAATTTACA ATGTCATCGT CACAGCACAT Mola
mola T T e e ittt e ittt ettt ettt et e
CMT_BTTNVN it et teeieee aeeenee teeaeaaeae caneaennn
110 120 130 140 150
M. lanceolatus GCATTTGTAA TAATTTTCTT TATAGTAATA CCAATTATGA TCGGGGGCTT Mola
MOLA e e et e et e ettt e e e T T..
CMT_BTTNVN it it ieiiete eaeeeaee teiaeaaeae caneaenenn 160
170 180 190 200
M. lanceolatus TGGAAATTGA CTCATCCCTC TTATGATTGG GGCCCCTGAT ATGGCCTTT-
Mola mola C.oonn C.ove ..GG.ovin ci... Cov wvvnn Cove viiennn. Cc-
CMT_BTTNVN ittt it iiiteee teeeteane teianaaene ceaeeennn -
210 220 230 240 250
M. lanceolatus CCCCGGATGA ACAATATGAG CTTTTGACTA TTACCCCCCT CTTTCCTCCT
Mola mola = ..... Al iiniann A.. iiiiie. C ..G..... A. ....T..T..
CMT_BTTNVN ..................................................
260 270 280 290 300
M. lanceolatus CCTCCTTGCT TCTTCAGGCG TCGAAGCAGG TGCCGGAACG GGGTGGACTG
Mola mola ol Te. ... O A ..A..A....
CMT_BTTNVN ..................................................
310 320 330 340 350
M. lanceolatus TCTACCCTCC TTTAGCCGGG AATTTAGCCC ACGCAGGCGC CTCTGTTGAC
Mola mola AL Cov vieeeenn A ..C....... TS T
CMT_BTTNVN ..................................................
360 370 380 390 400
M. lanceolatus TTAACAATCT TTTCCCTTCA TCTGGCCGGC ATCTCCTCAA TTCTAGGGGC
Mola mola = L. ieee e Co A e et e i et e
CMT_BTTNVN  tititiiit ettt ie ettt et e
410 420 430 440 450
M. lanceolatus CATTAACTTT ATCACAACAA TCATTAATAT GAAACCACCT GCAATTTCTC
Mola mola = ...... T eeeeeenn Ge v Cov vvvnn. G... ..G..... A.
CMT_BTTNVN  otititiiit etee i te ettt e e
460 470 480 490 500
M. lanceolatus AATACCAAAC CCCCTTGTTT GTGTGAGCAG TCCTCATCAC GGCAGTACTT
Mola mola = ....... G.. ....C..... CALLGLL s a e T.. AL
CMT_BTTNVN  ottttitiee teeete e te et e e et et e
510 520 530 540 550
M. lanceolatus CTTCTTCTCT CGCTCCCAGT CCTTGCAGCT GGAATTACGA TACTTCTTAC
Mola mola = ..... L Ga e G
CMT_BTTNVN ottitiiee eeieeeie e e tee it e ea e e
560 570 580 590 600
M. lanceolatus AGACCGAAAC CTCAATACCA CCTTCTTTGA CCCGGCGGGT GGGGGGGACC
Mola mola ce Tl LTo.Colll JTo L Cov vvvnn. A..C ..A..A..T.
CMT_BTTNVN ..ttt iiiiiees eeeeanens FS R
610 620
M. lanceolatus CGATCCTGTA TCAACACCTC
Mola mola ALTOLALL. oo T...
CMT_BTTNVN ................. A..

Hinh 2: Két qua so sanh trinh tw nucleotide c4 mit tring (CMT_BTTNVN) véi trinh ty
twong dong trong ngin hang Genbank
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Tim kiém trinh ty tvong dong cia trinh ty miu c4 mit trang trén Genbank cho két qua trinh
ty c6 ma hiéu KF930108, thudc loai Masturus lanceolatus, c6 do twong dong cao nhat (99,7%),
chi sai khac 2 vi tri nucleotide. Trinh ty thudc loai Mola mola (JQ775087) chi ¢6 d¢ tuong dong

89,7%, voi sai khac & 66 vi tri nucleotide.

Xay dung cay phat sinh ching loai cua loai ca mat trang trén co s¢ trinh tu ving gen CO1
trong nghién nay (trinh ty twong dong lay tr Genbank) cho két qua mau ca mat trang
CMT_BTTNVN cung nhanh véi loai Masturus lanceolatus (KF930108) véi gia tri bootstrap

100% (Hinh 3).

Tir két qua phan tich trén, xac dinh dugc miu ca miat tring CMT_BTTNVN la loai Masturus

lanceolatus.

Hinh 3: Mdi quan hé ho hang ciia loai ¢4 mit tring nghién ciru (CMT_BTTNVN) véi loai
Masturus lanceolatus (KF930108) va loai Mola mola (JQ775087) da cong bo trén Genbank

Tim kiém trinh tu twong ddng cta trinh ty mau cd map CM_BTTNVN trén Genbank cho ké:t
qua trinh ty ¢6 ma hiéu KF793764, thudc loai Carcharhinus sorrah, c6 do twong dong cao nhat
(99,4%), chi sai khac 4 vi tri nucleotide: vi tri 7 (C-T), 22 (T-G), 36 (T-C) va 46 (C-A) (Hinh 4).

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.

sorrah

CM_BTTNVN

C.
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sorrah

| Masturus lanceolatus

L cMT.BTTNUN

Mola mola

—
0.02

Méu cd mgp (CM_BTTNVN)

10 20 30 40 50
CTATACCTGA TTTTTGGTGC ATGAGCAGGT ATAGTTGGAA CAGCCCTAAG
...... e

60 70 80 90 100

TCTCCTAATT CGAGCTGAAC TTGGACAACC TGGATCTCTT TTAGGAGATG

110 120 130 140 150

160 170 180 190 200

210 220 230 240 250

260 270 280 290 300

310 320 330 340 350

360 370 380 390 400

410 420 430 440 450

460 470 480 490 500
ATTATTAATA TAAAACCACC AGCCATCTCC CAATATCAAA CACCATTATT
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CM _BTTNVN ..ttt iit titiieitee teetnennne teaaanes teennannnn
510 520 530 540 550

C. sorrah TGTCTGATCT ATTCTTGTAA CCACTATTCT CCTTCTCCTC TCACTTCCAG

0 = i )
560 570 580 590 600

C. sorrah TTCTTGCAGC AGGGATTACA ATATTACTTA CAGATCGTAA CCTTAATACT

CM _BTTNVN ..ttt tit titiieetae teetaeanne teanenes teeanannnn
610 620 630 640 650

C. sorrah ACATTCTTTG ATCCTGCAGG TGGAGGAGAT CCAATCCTTT ATCAACATTT

CM_BTTNVN .. ittt it iiien s tieeeeiine seetnaanns teeneannns

654
C. sorrah ATTT
CM_BTTNVN

Hinh 4: Két qua so sanh trinh tu tir mAu ¢4 map CM_BTTNVN véi trinh ty twong dong
tir loai Carcharhinus sorrah (KF793764)

Xay dung cdy phat sinh chung loai ctia 12 loai c4 map trong gidng Carcharhinus trén co s¢
tién hoa trinh ty ving gen CO1 trong nghién nay (trinh tu twong ddng lay tir Genbank) cho két
qua mau ca map CM_BTTNVN cung chung nhanh véi loai Carcharhinus sorrah véi gia tri
bootstrap 100% (Hinh 5).

C. tilstoni
52
25

C. amblyrhynchos

41 C. falciformis
18 | C. albimarginatus
29 C. brachyurus
52 C. amboinensis
C. perezii
? C. longimanus

a5 C. obscurus
100 | C. galapagensis

C. sealei

| C. sorrah

100L— CM.BTTNVN

0.005
Hinh 5: Méi quan hé ho hang ciia miu ca map CM_BTTNVN véi mot s loai thude
giong Carcharhinus

Muc do twong ddng gitra cac loai trong gidng Carcharhinus néu trén dao dong tir 93,7%
(C.obscurus) den 99,8% (C.galapagensis) (bang 3).
Badng 3
Mikc d§ twong dong nucleotide ciia loai ¢4 mép nghién ciu (CM_BTTNVN) véi mot )
loai thudc giong Carcharhinus
2 3 4 5 6 7 8 9 10 | 11 | 12 | 13
95.0195.3191.1(95.1|95.3|94.5|93.794.8 {94.3|93.7|94.2|99.4
96.6|93.397.4197.2 |95.7|96.5|96.5|95.4 |96.6 |96.2 |94.3
93.9197.7|97.7195.9 {95.9 |96.3|95.0 |95.1 | 96.0 |94.6
93.7193.7|91.3|91.9(91.7 |91.6 |92.5|91.7 |90.5

TT | Tén mau
C. sorrah
C. brachyurus
C. longimanus
C. perezii 6.0

AIWIN|PF
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5 | C. obscurus 51127 |19
6 | C.galapagensis (49|28 | 1.9
7 | C.tilstoni 56|43 |40
8 | C. albimarginatus |6.1| 3.2 | 4.3
9 | C.amblyrhychos |5.4| 3.6 | 3.3
10 | C. sealei 59|48 | 438
11 | C. amblyrhychos [6.6| 3.5 | 4.7
12 | C. falciformis 6.1/ 40 | 3.6
13 | CM_BTTNVN 06|59 |51

Méu cd déi c6 11.2. BTTNVN

 Tim kiém trinh tu twong dong cua trinh ty mau ca déi c6 11.2 BTTNVN trén Genbank cho
két qua trinh ty ¢6 ma hiéu JQ060808, thudc loai Moolgarda seheli, c6 d6 twong dong cao nhat

(97,3%), sai khac 16 vi tri nucleotide: vi tri 7 (C-T), 22 (T-G), 36 (T-C) va 46 (C-A) (Hinh 6).
10 20 30 40 50

M.
11

M.
11

Hinh 6: Két qua so sanh trinh tw nucleotide miu 11.2 BTTNVN v

860

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

seheli
.2_BTTNVN

TTCTCATCCG AGCAGAACTA AGCCAGCCTG GCGCTCTCCT GGGAGACGAC

.................... N
60 70 80 90 100
CAGATTTATA ATGTAATCGT AACTGCTCAC GCCTTCGTGA TAATCTTCTT
......... G eieieener oo GolGaas LT oo LU TAL
110 120 130 140 150
TATAGTAATA CCAATCATGA TTGGAGGGTT CGGGAATTGA CTTGTCCCTT
......... G v AL A e
160 170 180 190 200

210 220 230 240 250
260 270 280 290 300

.......... O
310 320 330 340 350

360 370 380 390 400
TCTGGCAGGT GTCTCCTCAA TTTTAGGTGC TATTAATTTT ATTACCACTA
.......... el e e i e i e e WAL
410 420 430 440 450

460 470 480 490 500

510 520 530 540 550

560 570 580 590
CTTTCTTTGA CCCTGCAGGA GGGGGAGACC CAATTCTTTA CCAACATCT
..................................... A. e

loai Moolgarda seheli (JQ060808)

61 trinh ty nucleotide
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Xay dung cdy phat sinh ching loai ctia 8 loai ca ddi co trong giéng Moolgarda trén co so
tién hoa trinh ty ving gen CO1 trong nghién nay (trinh tu tvong dong lay tir Genbank) cho két
qua miu ca d6i co 11.2. BTTNVN cuing nhanh véi loai Moolgarda seheli (JQ060808) véi gia tri
bootstrap 100% (Hinh 7).

ﬁ[ M. seheli
100 Moolgarda sp.

11.2.BTTNVN

Moolgarda engeli

100 | Moolgarda perusii

| Moolgarda perusii(2)

99 | Moolgarda cunnesius

100 | Moolgarda cunnesius(2)

0.005
Hinh 7: Mdi quan hé ho hang ciia miu ca di cé 11.2_ BTTNVN véi 7 loai thude giong Moolgarda

Mirc d6 sai khac di truyén giita mau nghién ctru v6i 7 loai trong gidong Moolgarda dao dong
tir 0,2% (Moolgarda sp.), 2,7% (11.2_BTTNVN); cao nhat 20,9% (Moolgarda perusii) (bang 4).

Céc két qua phan tich trén da xac dinh mau ca d6i co 11.2 BTTNVN la loai Moolgarda
seheli.

Bdng 4

Mirc d9 twong dong nucleotide ciia loai ca dbi c6 (11.2_BTTNVN) véi loai 7 loai thudc
giong Moolgarda

TT Tén miu 2 3 4 o 6 7 8
1 | Moolgarda seheli 99.8 | 74.0 | 87.1 |83.3| 83.5 |85.097.3
2 | Moolgarda sp. 0.2
3 | Moolgarda perusii 20.9
4 | Moolgarda engeli 14.3
5 | Moolgarda perusii 19.4
6 | Moolgarda cunnesius 19.2
7 | Moolgarda cunnesius 17.3
8 | 11.2 BTTNVN 2.7

Mdéu cd doi vy truwée D57_BTTNVN

Tim kiém trinh ty tuong dong cta trinh ty mau ca dbi vay truéc D57 BTTNVN trén
Genbank cho két qua trinh ty ¢6 ma hi¢u JQ060448, thugc loai Liza affinis, c6 d6 tuong dong
cao nhat (100%) (Hinh 8).

10 20 30 40 50

Liza affinis  TGCTTATCCG GGCAGAACTA AGCCAGCCTG GCGCTCTCCT AGGGGACGAC
D57 BTTNVN teteeteee eeeee e iee et e eae teee e ie e

Liza affinis CAGATTTATA ATGTAATCGT TACAGCACAC GCTTTCGTAA TAATTTTCTT
D57 BTTNVN teetettae eeeeee et et ee e eee et te e eee e
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Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Liza affinis
D57_BTTNVN

Hinh 8: Két qua so sanh trinh tw nucleotide miu D57 BTTNVN véi trinh ty nucleotide
loai Liza affinis (JQ060448)
X4y dung cy phat sinh ching loai véi 16 trinh tu ciia 14 loai thudc gidng Liza, sir dung trinh

tu ving gen COI trong nghién nay va trinh tu tuong ddng tir Genbank cho két qua méu ca déi
vay trudc D57 BTTNVN cung chung nhanh véi loai Liza affinis (JQ060448) vai gia tri bootstrap

100% (Hinh 9).

Hinh 9: Méi quan h¢ ho hang ciia loai ca ddi vay truéc D57 BTTNVN v6i 14 loai thuge gidng Liza

862

TATAGTAATG CCAATTATGA TTGGAGGGTT TGGAAACTGA CTAATCCCCC

70

94

98

Liza klunzingeri

Liza abu

Liza alata

Liza subviridis

iza macrolepis

L
37 %
100

Liza carinata

100 | Liza ramado

ILiza ramado(2)

98
49 L
47

Liza dumerili

iza bandialensis

Liza richardsonii

100 | D57-BTTNVN

I Liza affinis

| Liza melinoptera

100 1 Liza melinoptera(2)

Liza planiceps

Liza parsia



HOI NGH| KHOA HOC TOAN QUOC VE SINH THAI VA TAI NGUYEN SINH VAT LAN THU 6

Murc d6 sai khac gitra mau D57 BTTNVN véi 14 loai trong gidng Liza dao dong tr 0%
(Liza affinis); dén 21,3% (Liza parsia) (bang 5). Tuong tng voi muc do gidong nhau vé trinh ty
DNA 1a 100% vdi loai Liza affinis.

Céc két qua néu trén cho phép xac nhan miu ca déi vay truée D57 BTTNVN la lodi Liza
affinis.

Bang 5
Mirc d9 twong ddng nucleotide ciia loai ca dbi vay truée (D57_BTTNVN) voi 14 loai
thudc giong Liza

Tén miu 1 2 3 4 5|6 |7|8|9|10|11|12| 13| 14| 15| 16| 17

Liza macrolepis
Liza subviridis
Liza ramado
Liza klunzingeri
Liza parsia

Liza melinoptera
Liza ramado
Liza bandialensis
Liza melinoptera
Liza richardsonii
Liza carinata
Liza dumerili
Liza alata

Liza abu

Liza planiceps
Liza affinis
17|D57_BTTNVN

I1l. KET LUAN

X4c dinh, so sanh va phan tich trinh ty viing gen CO1 (Cytochrome c oxidase 1) tir 4 mau ca
bién luu gitr & BTTNVN da dinh danh duoc mau c4 CMT_BTTNVN la Masturus lanceolatus,
mau CM_BTTNVN la Carcharhinus sorrah; mau 11.2 BTTNVN la Moolgarda seheli va
D57_BTTNVN la Liza affinis. Viéc st dung ma vach DNA barcoding COI trong viéc giam dinh
cac mau c4 bién & BTTNVN 14 hiéu qua.
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Léi cdm on: Cong trinh dwgc hoan thanh boi kinh phi cia dé tai co sé 2014-2015 “Gidi ma
viing gen Barcoding (Cytochrome ¢ oxidase 1-COI) cho mét s6 mdu cd va chim ciia Bdo tang
Thién nhién Viet Nam” va mot phan két qua nghién civu ciia nhiém vu hop tac quoc té vé KH &
CN theo Nghi dinh thu véi An Bé (Quyét dinh sé 3833/0D-BKHCN, ngay 12/12/2011) dwoc Bo
Khoa hoc va Cong nghé Viét Nam va Bé Khoa hoc cong nghé An B¢ phé duyét.
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USING CO1 DNA BARCODES TO IDENTIFY MERINE FISH SPECIMEMS IN
VIETNAM NATIONAL MUSEUM OF NATURE

TRAN THI VIET THANH, VU THI THU HIEN,
TRAN THI LIEU, PHAN KE LONG

SUMMARY

Barcoding method based on CO1 sequence was used for identification of 4 fish specimens in
Vietnam National Museum of Nature (CMT_BTTNVN), sharks (CM_BTTNVN) and mullet
(11.2_ BTTNVN, D57_BTTNVN). The Mega software version 5.2.2 and BLAST program were
used for analyzing the data. The results showed that CMT_BTTNVN belongs to Masturus
lanceolatus, shark CM_BTTNVN belongs to Carcharhinus sorrah, an two remainings
11.2 BTTNVN and D57_BTTNVN belong to Moolgarda seheli and Liza affinis, respectively.
The CO1 sequences are registered at the GenBank with accession numbers as follows:
KR261938, KR261939, KR261940 and KR261942. The results showed the high potentiality in
using COL1 sequences to identify marine fish.
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